Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.003 Å; R factor = 0.048; wR factor = 0.128; data-to-parameter ratio = 15.8.
In the title compound, C 19 H 13 N 3 O 3 SÁ0.5H 2 O, both organic molecules (A and B) exist in E configurations with respect to the acyclic C N bond and have similar overall conformations. In molecule A, the essentially planar thiazole ring [maximum deviation = 0.010 (2) Å ] is inclined at interplanar angles of 11.44 (10) and 32.50 (12) , with the 2H-chromene ring system and the benzene ring, respectively. The equivalent values for molecule B are 0.002 (2) Å , 7.71 (9) and 12.51 (12) . In the crystal structure, neighbouring molecules are interconnected into infinite layers lying parallel to (010) by O-HÁ Á ÁO, O-HÁ Á ÁN, N-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonds. Further stabilization of the crystal structure is provided by weak intermolecular C-HÁ Á Á and -[centroid-centroid distance = 3.6380 (19) Å ] interactions. (2010a,b) . For the stability of the temperature controller used for the data collection, see: Cosier & Glazer (1986) .
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Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of C14A-C19A benzene ring. Symmetry codes: (i) x À 1; y; z; (ii) Àx þ 1; Ày þ 1; Àz þ 2; (iii) Àx þ 2; Ày; Àz þ 1; (iv) Àx; Ày; Àz þ 1; (v) Àx þ 1; Ày þ 1; Àz þ 1; (vi) x; y þ 1; z; (vii) x; y À 1; z. 
Comment
The biological activity of aminothiazoles is well documentated. Some of these compounds exhibit very good anti-fungal (Hiremath et al., 1992 ), anti-bacterial (Habib & Khalil, 1984 , anti-tuberculosis (Gursoy & Karah, 2000; Karah et al., 1998) and anti-tumor (Wattenberg et al., 1979) activities. They also have broad applications in the treatment of allergies, Schizophrenia (Ohkuba et al., 1995) , inflammation (Jayashree et al., 2005) and hypertension (Patt et al., 1992) . Besides that, coumarin and its derivatives also possess significant anti-bacterial (Mitscher, 2002; Laffitte et al., 2002 ), anti-fungal (Moffett, 1964 and cytotoxic (Weber et al., 1998) activities. They also have pronounced medicinal value as anti-coagulants (Anderson et al., 2002; Tassies et al., 2002) , free radical scavengers (Finn et al., 2004) , lipoxygenese and cyclooxygenese inhibitors (Kimura et al., 1985 , Hofmanová et al., 1998 . The title compound, (I) was synthesized by incorporating aminothioazole moiety to a coumarin skeleton and here we present its crystal structure.
The asymmetric unit of the title compound ( In each molecule, the thiazole ring (C10/C11/S1/C12/N1) is essentially planar, with maximum deviations of -0.010 (2) and 0.002 (2) Å, respectively, for atoms C11A of molecule A and C12B of molecule B. In molecule A, the thiazole ring is inclined at interplanar angles of 11.44 (10) and 32.50 (12)°, respectively, with respect to the 2H-chromene ring system (C1A-C9A/O1A) and C14A-C19A benzene ring; the comparable angles for molecule B are 7.71 (9) and 12.51 (12)°, respectively. The bond lengths and angles are comparable to those observed in closely related structures (Arshad et al., 2010a,b) .
In the crystal structure (Fig. 3) , neighbouring molecules are interconnected into two-dimensional infinite networks parallel to the (010) plane by intermolecular O3A-H3OA···O3B, N2A-H2NA···O1W, O3B-H3OB···O2B, N2B-H2NB···O2A, O1W-H1W1···N1B, O1W-H2W1···N1A and C8A-H8A···O1W hydrogen bonds ( Table 1 ). The crystal structure is further stabilized by weak intermolecular C5B-H5B···Cg1 interactions (Table 1) sup-2 title compound, (I) was purified and recrystallized as shiny yellow plates of (I) from ethanol-ethyl acetate (1:2); the water of crystallisation was presumably incorporated from the atmosphere.
Refinement
The H atoms bound to O and N atoms were located from the difference Fourier map and constrained to ride with the parent atom with U iso = 1.5 U eq (O) or U iso = 1.2 U eq (N). All other H atoms were placed in their calculated positions, with C-H = 0.93 Å, and refined using a riding model, with U iso = 1.2 U eq (C).
Figures Fig. 1 . The molecular structure of (I), showing 50 % probability displacement ellipsoids for non-H atoms. Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. sup-6 
Geometric parameters (Å, °)
S1A-C11A 1.706 (2) S1B-C12B 1.726 (2) S1A-C12A 124.4 S1B-C11B-H11B 124.5 S1A-C11A-H11A
124.4 N1B-C12B-N2B 123.3 (2) N1A-C12A-N2A 124.7 (2) N1B-C12B-S1B 116.50 (18) N1A-C12A-S1A 116.15 (18) N2B-C12B-S1B 120.19 (18) N2A-C12A-S1A 119.10 (18) N3B-C13B-C14B 121.1 (2) N3A-C13A-C14A 118.2 (2) N3B-C13B-H13B 119.5 N3A-C13A-H13A 120.9 C14B-C13B-H13B 119.5 C14A-C13A-H13A 120.9 C15B-C14B-C19B 119.9 (2) C15A-C14A-C19A 119.4 (2) C15B-C14B-C13B 117.9 (2) C15A-C14A-C13A 120.7 (2) C19B-C14B-C13B 122.1 (2) C19A-C14A-C13A 119.9 (2) C14B-C15B-C16B 119.9 (2) C14A-C15A-C16A 119.6 (3) C14B-C15B-H15B 120.1 C14A-C15A-H15A 120.2 C16B-C15B-H15B 120.1 C16A-C15A-H15A 120.2 C17B-C16B-C15B 120.0 (2) C17A-C16A-C15A 120.4 (3) C17B-C16B-H16B 120.0 C17A-C16A-H16A 119.8 C15B-C16B-H16B 120.0 C15A-C16A-H16A 119.8 C16B-C17B-C18B 119.8 (2) C16A-C17A-C18A 119.8 (2) C16B-C17B-H17B 120.1 C16A-C17A-H17A 120.1 C18B-C17B-H17B 120.1 C18A-C17A-H17A 120.1 O3B-C18B-C19B 122.6 (2) O3A-C18A-C19A 121.3 (3) O3B-C18B-C17B 117.0 (2) O3A-C18A-C17A 118.4 (2) C19B-C18B-C17B 120.4 (2) C19A-C18A-C17A 120.3 (3) C18B-C19B-C14B 119.9 (2) C18A-C19A-C14A 120.5 (3) C18B-C19B-H19B 120.0 C18A-C19A-H19A 119.7 C14B-C19B-H19B 120.0
Hydrogen-bond geometry (Å, °)
Cg1 is the centroid of C14A-C19A benzene ring. 
